CATOLICA

CBAF - CENTRE FOR BIOTECHNOLOGY

- DNA- Based Authentication of
o o . . LT AND FINE CHEMISTRY assoewre oy CB O
Alternative Plant Fibres in Textiles @@ @ ——-

| Sofia Pereira de Sousa 2, Marta W. Vasconcelos 2, Marta Nunes da Silva @

_ ’ . ’ I sl =l =l
| | R HH
_ mansilva@ucp.pt; s-slpsousa@ucp.pt | 1HI
I 8 Universidade Catolica Portuguesa, CBQF — Centro de Biotecnologia e Quimica Fina — Laboratorio Associado, Escola . R
_ "1*1°1

Superior de Biotecnologia, Rua Diogo Botelho 1327, 4169-005 Porto, Portugal Association of Universities for Textiles

roduetion ..o b

Alternative plant fibres such as Cannabis sativa L. (hemp), Ananas comosus (PALF), and Musa textilis (abaca)
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Develop a DNA-based tool capable of

are being increasingly recognised for their lower environmental impact compared to traditional fibres like
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