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Introduction Objective

In the last years, human intestinal bacteria, Including Akkermansia : : Ce .
muciniphila and Faecalibacterium duncaniae, have emerged as next Evaluate the pOten“al of type strains A. mucmlphna

generation probiotics to be incorporated in foods or delivered in DSM 22959 and F. duncaniae DSM 17677 to prevent

pharmaceutical forms. Despite their multiple health benefits, the inhibitory pathogenic colonization.
properties of these probiotics against pathogenic colonization remain

poorly studied, mainly due to difficulties in their culture and handling, as

conseguence of their anaerobic nature.
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Figure 1. Aggregation percentages of A. muciniphila DSM 22959 (AM — Figure 2. Biofilm-forming ability of A. muciniphila DSM
blue bars) and F. duncaniae DSM 17677 (FD — orange bars) measured after 22959 (AM — blue bar) and F. duncaniae DSM 17677 (FD —
2 hours of anaerobic incubation [auto-aggregation: only AM and FD and co- orange bar) performed in Brain Heart Infusion broth (BHI-
aggregation with Staphylococcus aureus DSM 11729 (+SA); or with negative control).

Escherichia coli O157:H7 (+EC)]

Conclusion

Both type strains, A. muciniphila DSM 22959 and F. duncaniae DSM 17677, presented key features for their persistence in the intestinal ecosystem
and possible prevention of pathogenic colonization and subsequent infection. Therefore, these findings highlight the potential of these human intestinal
commensals, mainly F. duncaniae DSM 17677, to be used successfully as live biotherapeutic agents against intestinal infections.
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