
2024

Antibiotic resistance and organic micropollutants monitoring 
in municipal full-scale constructed wetlands systems 

A. Margarida Teixeira*1, Diana Matos2, Lahiruni M. Halwatura3, Diana S. Aga3, Ivone Vaz-Moreira1, Paula M. L.

Castro1, Célia M. Manaia1

1 Universidade Católica Portuguesa, CBQF - Centro de Biotecnologia e Química Fina – Laboratório Associado, Escola Superior de Biotecnologia, Rua de Diogo Botelho 1327, 4169-005 Porto, Portugal

2 Águas do Norte, S.A.

3 Department of Chemistry, University at Buffalo, the State University of New York (SUNY), Buffalo, NY, 14260, United States

*s-anmariteixeira@ucp.pt

ID P17

Acknowledgements: National Funds from FCT – Fundação para a Ciência e a Tecnologia (UID/Multi/50016/2019). AMT was supported by the FCT PhD grant UI/BD/151388/2021 and FSE (Fundo Social Europeu). 

Scientific and technological cooperation protocol between Águas do Norte and Universidade Católica Portuguesa within the scope of ARQUIMEDES doctoral scholarships.

Total coliforms and Escherichia coli colony forming units per volume of sample (log CFU/mL or wet weight); the bacterial load through 16S rRNA gene

quantification by qPCR (log gene copy/mL or wet weight), in influent, effluent and sediment samples and macrophytes height (cm) across the four campaigns.
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16S rRNA intI1 uidA crAssphage sul1 ermB ermF mefC qacEΔ1 tetX aph3('')-ib

Class relative abundance (%) for the influent (I), effluent (E), and sediments (S) samples for the three CWs (A, B, 

and C) in the different seasons (1-winter, 2-spring, 3-summer, and 4-autumm). 

16S rRNA gene and AR reduced values (log-units/mL) between influent (I) and effluent (E) samples across the four different 

campaigns (1-winter, 2-spring, 3-summer and 4-autumn). 

N.D. – not determined

Variation of chemical compounds (%) identified in all the samples across 1st and 2nd 

campaigns, winter and spring, respectively, by (LC-HRMS), for the three CWs (A,B,C). 
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