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INTRODUCTION

BROA is a traditional type of sourdough bread, which is manufactured at the farm level in Northern Portugal in the absence of a starter culture, following ancient manufacture protocols. The
dough Is produced from maize and rye flours, and inoculation thereof is via a given amount of previously fermented dough, kept covered from batch to batch.

The manufacture of BROA has important impacts, from both economic and social standpoints, but a long way is yet to be tracked before such speciality food can be officially certified. To this
goal, a thorough microbiological study of maize and rye flours was made, after a previous study has shown that sourdough for BROA contains a diverse, unique and rather complex wild
microflora. Total viable counts for a wide group of microorganisms were obtained after inoculation of samples of maize and rye flours, supplied by several traditional producers in Northern
Portugal, on 19 selective culture media, which were In turn incubated under a total of 22 distinct conditions: such microorganisms encompassed yeasts, molds, Gram- rods, Gram* rods
(endospore-forming and nonsporing), Gram* cocci (catalase* and catalase), and general mesophilic and thermophilic viable forms (vegetative and spores).

EXPERIMENTAL METHODS
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