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Introduction & Objectives

Omega 3 has been showing promising results on adults’ microbiota modulation: a decrease in Faecalibacterium, associated with an increase in
Bacteroidetes and butyrate-producing bacteria, as well as restoration of the Firmicutes: Bacteroidetes ratio. Regarding conjugated fatty acids,
Conjugated linoleic acid (CLA) supplementation has been associated with the increase of beneficial bacteria (e.g., Lachnoclostridium, Roseburia,
among others) and a lower abundance of pro-inflammatory bacteria (e.g. Tyzzerella and Alistipes). Considering this potential and since there is
still a lack of knowledge regarding this theme, by using an in vitro human fermentation model, we assessed the effect of different PUFAs
(omega 3, conjugated linoleic and linolenic acids) on microbiota modulation of healthy human donors. Using for that different sources
of PUFAs (dietary oils - Fish and Pomegranate oil - and soft-gel capsules - Omega 3, CLA and Xanthigen®, here defined as CLNA).
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